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1. Data {#sec1}
=======

This Data in Brief provided detailed results of correlation analyses between clinical characteristics (HAMD total, anxiety/somatization score, HAMA total and illness duration) and extracted mean values of regional gray matter volumes in whole anxious depression and non-anxious depression groups ([Tables 1--5](#appsec1){ref-type="sec"}) [@bib1]. The raw individual values of correlation analyses for each patient were listed in [Tables 8--9](#appsec1){ref-type="sec"} In addition, this data article presented imaging results for matched groups ([Tables 6--7](#appsec1){ref-type="sec"}) [@bib1].

2. Experimental design, materials and methods {#sec2}
=============================================

2.1. Correlation analyses between clinical information and identified regional gray matter volumes in whole groups {#sec2.1}
------------------------------------------------------------------------------------------------------------------

Pearson correlation analysis was conducted for symptom severity (HAMD total, anxiety/somatization scores and HAMA total) and extracted gray matter volumes in whole patients groups. More detailed correlation analysis was applied for each item of anxiety factor and reginal gray matter volumes to find which items were more associated with structural alterations in patients. Nonparametric Spearman correlation analysis was conducted for illness duration and the extracted gray matter volumes, as the distribution of illness duration was non-normal. Multiple comparisons were controlled by Bonferroni correction using p \< 0.05/n (n: number of the identified clusters) to avoid spurious weak relationships [@bib2].

2.2. Voxel based morphometry analysis of matched groups {#sec2.2}
-------------------------------------------------------

To explore the possible replicability of the results, we further investigated the imaging findings of sample size matched groups (n = 50 for each group) with age and gender maximally matched. The imaging analysis procedure for matched groups was conducted under standard Diffeomorphic Anatomical Registration using the Exponentiated Lie algebra (DARTEL) process implemented in Statistical Parametric Mapping (SPM) software running under Matlab 7.10 (Math Works, Natick, MA, USA) [@bib3]. The preprocessing procedure was as follows: setting the image origin to the anterior commissure; applying the DARTEL toolbox with standard setting for all steps to generate a high-dimensional normalization protocol used to segment gray matter. Individual flow-fields resulting from the DARTEL registration to the reference template were used to warp the gray matter segments. The warped gray matter maps for each subject were modulated with the Jacobian determinant from the DARTEL registration fields to preserve tissue amounts, in which each voxel in the resulting images had an absolute amount of brain volume corresponding to the brain volume per unit. Finally, modulated warped gray matter segments were smoothed with a Gaussian smoothing kernel of 8 mm full-width at half maximum (FWHM). All preprocessed gray matter maps were examined by visual inspection for overall segmentation and registration accuracy.

After these preprocessing steps, the resulting gray matter maps for the three groups were compared by analysis of covariance (ANCOVA). Multiple comparison corrections were applied through Monte Carlo simulations in AlphaSim program of the Resting-State fMRI Data Analysis Toolkit (REST), with individual voxel p = 0.005, 1,000 simulations, and FWHM = 6 mm, to reach corrected significance level of p \< 0.05 [@bib4].
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